SEQUENCE LISTING 
<110> Baxter Healthcare Corporation 

<120> A NOVEL FACTOR -H RELATED PROTEIN 5 AND ANTIBODIES THERETO 

<130> DI-5585L (BXTD 9000.1) 

<150> US 60/188,670 
<151> 2000-03-13 

<160> 27 

<170> Patentln version 3.0 

<210> 1 

<211> 2823 

<212> DNA 

<213> Homo sapiens 



i' .J 


<400> 1 

ggcaggtgct 


tgttactgtt 


aatgaaagca 


gatttaaagc 


aacaccacca 


tcactggagt 


60 


M 


atttttagtt 


atatacgatt 


gagactacca 


agcatgttgc 


tcttattcag 


tgtaatccta 


120 


B 


atctcatggg 


tatccactgt 


tgggggagaa 


ggaacacttt 


gtgattttcc 


aaaaatacac 


180 


is , 3 
■s , S 


catggatttc 


tgtatgatga 


agaagattat 


aacccttttt 


cccaagttcc 


tacaggggaa 


240 


& 


qttttctatt 


actcctotoa 


atataatttt 


gtgtctcctt 


caaaatcctt 


ttggactcgc 


300 


o 


ataacatgca 


cagaagaagg 


atggtcacca 


acaccgaagt 


gtctcagaat 


gtgttccttt 


360 




ccttttgtga 


aaaatggtca 


ttctgaatct 


tcaggactaa 


tacatctgga 


aggtgatact 


420 




gtacaaatta 


tttgcaacac 


aggatacagc 


cttcaaaaca 


atgagaaaaa 


catttcgtgt 


480 




gtagaacggg 


gctggtccac 


tcctcccata 


tgcagcttca 


ctaaaggaga 


atgtcatgtt 


540 




ccaattttag 


aagccaatgt 


agatgctcag 


ccaaaaaaag 


aaagctacaa 


agttggagac 


600 




gtgttgaaat 


tctcctgcag 


aaaaaatctt 


ataagagttg 


gatcagactc 


agttcaatgt 


660 




taccaatttg 


ggtggtcacc 


taactttcca 


acatgcaaag 


gacaagtacg 


atcatgtggt 


720 




ccacctcctc 


aactctccaa 


tggtgaagtt 


aaggagataa 


gaaaagagga 


atatggacac 


780 




aatgaagtag 


tggaatatga 


ttgcaatcct 


aattttataa 


taaacgggcc 


taagaaaata 


840 




caatgtgtgg 


atggagaatg 


gacaacttta 


cccacttgtg 


ttgaacaagt 


gaaaacatgt 


900 




ggatacatac 


ctgaactcga 


gtacggttat 


gttcagccgt 


ctgtccctcc 


ctatcaacat 


960 




ggagtttcag 


tcgaggtgaa 


ttgcagaaat 


gaatatgcaa 


tgattggaaa 


taacatgatt 


1020 




acctgtatta 


atggaatatg 


gacagagctt 


cctatgtgtg 


ttgcaacaca 


ccaacttaag 


1080 



t 



i 



aggtgcaaaa 


tagcaggagt 


taatataaaa 


acattactca 


agctatctgg 


gaaagaattt 


1140 


aatcataatt 


ctagaatacg 


ttacagatgt 


tcagacatct 


tcagatacag 


gcactcagtc 


1200 


tgtataaacg 


ggaaatggaa 


tcctgaagta 


gactgcacag 


aaaaaaggga 


acaattctgc 


1260 


ccaccgccac 


ctcagatacc 


taatgctcag 


aatatgacaa 


ccacagtgaa 


ttatcaggat 


1320 


ggagaaaaag 


tagctgttct 


ctgtaaagaa 


aactatctac 


ttccagaagc 


aaaagaaatt 


1380 


gtatgtaaag 


atggacgatg 


gcaatcatta 


ccacgctgtg 


ttgagtctac 


tgcatattgt 


1440 


gggccccctc 


catctattaa 


caatggagat 


accacctcat 


tcccattatc 


agtatatcct 


1500 


ccagggtcaa 


cagtgacgta 


ccgttgccag 


tccttctata 


aactccaggg 


ctctgtaact 


1560 


gtaacatgca 


gaaataaaca 


gtggtcagaa 


ccaccaagat 


gcctagatcc 


atgtgtggta 


1620 


tctgaagaaa 


acatgaacaa 


aaataacata 


cagttaaaat 


ggagaaacga 


tggaaaactc 


1680 


tatgcaaaaa 


caggggatgc 


tgttgaattc 


cagtgtaaat 


tcccacataa 


agcgatgata 


1740 


" T: f tcatcaccac 


catttcgagc 


aatctgtcag 


gaagggaaat 


ttgaatatcc 


tatatgtgaa 


1800 


Ihi tgaagcaagc 


ataattttcc 


tgaatatatt 


cttcaaacat 


ccatctacgc 


taaaagtagc 


1860 


I ; r| cattatgtag 


ccaattctgt 


agttacttct 


tttattcttt 


caggtgttgt 


ttaactcagt 


1920 


ij tttatttaga 


actctggatt 


tttagagctt 


tagaaatttg 


taagctgaga 


gaacaatgtt 


1980 


tcacttaata 


ggagggtgtc 


ttagtccata 


ttacattgtt 


ataacagagt 


atcacagact 


2040 


! ; % ggataacttc 


taaccaatag 


tttatttgtt 


tcataaatct 


aaaagctgag 


aagtccaaga 


2100 


H tggtggggct 


gcctctggtg 


agggtcttct 


cgaagcatca 


taatatgctg 


gaaggcatca 


2160 


|;3 caacatggtg 


gaagggatca 


cgtggcaaaa 


gagcatgtac 


atgggagtga 


gagaaaaaga 


2220 


gagagagaga 


cagagtggcg 


ggggccgggg 


aggagcgcaa 


actcatcctt 


tataaagaca 


2280 


ccactcctga 


gataacaatc 


caatcccatg 


ataatgacat 


taatccattc 


aagaagatag 


2340 


agctctcgtg 


acttaatcac 


cttctaaaga 


tctcacctga 


caacactgtt 


gcattggcag 


2400 


ttaagtttcc 


acgtaaactt 


tcggggacac 


attcaaacca 


caggagaaac 


tcaaattgtt 


2460 


cctgggcaaa 


tcacaacatg 


gggaatttta 


ttcataaatg 


tccacagaaa 


cagtaaatgt 


2520 


tctcgcttca 


gaacttaatt 


catctaatcc 


ctcctgtttg 


tctcaaatta 


taggataact 


2580 


ttgaaacttt 


ctgaattaac 


gttatttaaa 


aggaaatgta 


gatgttattt 


tagtctctat 


2640 


cttcaggtta 


ttatcactta 


aaaacctgcg 


aaagctgtca 


acttttgtgg 


ttgtagcaag 


2700 


tattaataaa 


tatttataaa 


tcctctaatg 


taagtctagc 


tacctatcca 


atactaaata 


2760 


ccccttaaag 


tattaaatgc 


actatctgct 


gtaaacggaa 


aaaaaaaaaa 


aaaaaaaaaa 


2820 



* 



aaa 2823 



<210> 2 

<211> 569 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Leu Leu Phe Ser Val lie Leu lie Ser Trp Val Ser Thr Val 
15 10 15 

Gly Gly Glu Gly Thr Leu Cys Asp Phe Pro Lys lie His His Gly Phe 
20 25 30 

Leu Tyr Asp Glu Glu Asp Tyr Asn Pro Phe Ser Gin Val Pro Thr Gly 
35 40 45 

Glu Val Phe Tyr Tyr Ser Cys Glu Tyr Asn Phe Val Ser Pro Ser Lys 
50 55 60 

Ser Phe Trp Thr Arg lie Thr Cys Thr Glu Glu Gly Trp Ser Pro Thr 
65 70 75 80 

y] Pro Lys Cys Leu Arg Met Cys Ser Phe Pro Phe Val Lys Asn Gly His 

y 85 90 95 

Vj Ser Glu Ser Ser Gly Leu lie His Leu Glu Gly Asp Thr Val Gin lie 

H 100 105 110 



; • a 
1 u 



s • 3 

= t vii 



lie Cys Asn Thr Gly Tyr Ser Leu Gin Asn Asn Glu Lys Asn lie Ser 
115 120 125 

Cys Val Glu Arg Gly Trp Ser Thr Pro Pro lie Cys Ser Phe Thr Lys 
130 135 140 

Gly Glu Cys His Val Pro lie Leu Glu Ala Asn Val Asp Ala Gin Pro 
145 150 155 160 

Lys Lys Glu Ser Tyr Lys Val Gly Asp Val Leu Lys Phe Ser Cys Arg 

165 170 175 

Lys Asn Leu lie Arg Val Gly Ser Asp Ser Val Gin Cys Tyr Gin Phe 
180 185 190 

Gly Trp Ser Pro Asn Phe Pro Thr Cys Lys Gly Gin Val Arg Ser Cys 
195 200 205 

Gly Pro Pro Pro Gin Leu Ser Asn Gly Glu Val Lys Glu lie Arg Lys 
210 215 220 

Glu Glu Tyr Gly His Asn Glu Val Val Glu Tyr Asp Cys Asn Pro Asn 
225 230 235 240 



Phe lie He Asn Gly Pro Lys Lys He Gin Cys Val Asp Gly Glu Trp 



245 250 255 

Thr Thr Leu Pro Thr Cys Val Glu Gin Val Lys Thr Cys Gly Tyr lie 
260 265 270 

Pro Glu Leu Glu Tyr Gly Tyr Val Gin Pro Ser Val Pro Pro Tyr Gin 
275 280 285 

His Gly Val Ser Val Glu Val Asn Cys Arg Asn Glu Tyr Ala Met lie 
290 295 300 

Gly Asn Asn Met lie Thr Cys lie Asn Gly lie Trp Thr Glu Leu Pro 
305 310 315 320 

Met Cys Val Ala Thr His Gin Leu Lys Arg Cys Lys lie Ala Gly Val 

325 330 335 

Asn lie Lys Thr Leu Leu Lys Leu Ser Gly Lys Glu Phe Asn His Asn 
340 345 350 

Ser Arg lie Arg Tyr Arg Cys Ser Asp lie Phe Arg Tyr Arg His Ser 
355 360 365 

Val Cys lie Asn Gly Lys Trp Asn Pro Glu Val Asp Cys Thr Glu Lys 
370 375 380 

Arg Glu Gin Phe Cys Pro Pro Pro Pro Gin lie Pro Asn Ala Gin Asn 
385 390 395 400 

Met Thr Thr Thr Val Asn Tyr Gin Asp Gly Glu Lys Val Ala Val Leu 

405 410 415 

Cys Lys Glu Asn Tyr Leu Leu Pro Glu Ala Lys Glu lie Val Cys Lys 
420 425 430 

Asp Gly Arg Trp Gin Ser Leu Pro Arg Cys Val Glu Ser Thr Ala Tyr 
435 440 445 

Cys Gly Pro Pro Pro Ser lie Asn Asn Gly Asp Thr Thr Ser Phe Pro 
450 455 460 

Leu Ser Val Tyr Pro Pro Gly Ser Thr Val Thr Tyr Arg Cys Gin Ser 
465 470 475 480 

Phe Tyr Lys Leu Gin Gly Ser Val Thr Val Thr Cys Arg Asn Lys Gin 

485 490 495 

Trp Ser Glu Pro Pro Arg Cys Leu Asp Pro Cys Val Val Ser Glu Glu 
500 505 510 

Asn Met Asn Lys Asn Asn lie Gin Leu Lys Trp Arg Asn Asp Gly Lys 
515 520 525 

Leu Tyr Ala Lys Thr Gly Asp Ala Val Glu Phe Gin Cys Lys Phe Pro 
530 535 540 



His Lys Ala Met lie Ser Ser Pro Pro Phe Arg Ala lie Cys Gin Glu 



■V. 



545 550 555 560 

Gly Lys Phe Glu Tyr Pro lie Cys Glu 

565 

<210> 3 
<211> 1707 
<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f ea tur e 
<222> (1) . . (1707) 
<223> Generic sequence 



<220> 

<221> misc__f eature 

<222> (1)..(1707) 

<2 2 3 > n=unknown 



lU 


<400> 3 
atgytnytny 


tnttywsngt 


nathytnath 


wsntgggtnw snacngtngg nggngarggn 


60 


J : l 


acnytntgyg 


ayttyccnaa 


rathcaycay 


ggnttyytnt 


aygaygarga rgaytayaay 


120 


I. J 






yy y y l..h 


ttytaytayw 


sntgygarta yaayttygtn 


1 ft 0 

_L U \J 


'*,--? 


wsnccnwsna 


arwsnttytg 


gacnmgnath 


acntgyacng 


argarggntg gwsnccnacn 


240 


r "3 


ccnaartgyy 


tnmgnatgtg 


ywsnttyccn 


ttygtnaara 


ayggncayws ngarwsnwsn 


300 


1 ;| 
f'' ^ 


ggnytnathc 


ayytngargg 


ngayacngtn 


carathatht 


gyaayacngg ntaywsnytn 


360 


I f 1 


caraayaayg 


araaraayat 


hwsntgygtn 


garmgnggnt ggwsnacncc nccnathtgy 


420 




wsnttyacna 


arggngartg 


ycaygtnccn 


athytngarg cnaaygtnga ygcncarccn 


480 




aaraargarw 


sntayaargt 


nggngaygtn 


ytnaarttyw 


sntgymgnaa raayytnath 


540 




mgngtnggnw 


sngaywsngt 


ncartgytay 


carttyggnt 


ggwsnccnaa yttyccnacn 


600 




tgyaarggnc 


argtnmgnws 


ntgyggnccn 


ccnccncary 


tnwsnaaygg ngargtnaar 


660 




garathmgna 


argargarta 


yggncayaay 


gargtngtng 


artaygaytg yaayccnaay 


720 




ttyathatha 


ayggnccnaa 


raarathcar 


tgygtngayg 


gngartggac nacnytnccn 


780 




acntgygtng 


arcargtnaa 


racntgyggn 


tayathccng 


arytngarta yggntaygtn 


840 




carccnwsng 


tnccnccnta 


ycarcayggn 


gtnwsngtng 


argtnaaytg ymgnaaygar 


900 




taygcnatga 


thggnaayaa 


yatgathacn 


tgyathaayg gnathtggac ngarytnccn 


960 




atgtgygtng 


cnacncayca 


rytnaarmgn 


tgyaarathg 


cnggngtnaa yathaaracn 


1020 



ytnytnaary tnwsnggnaa rgarttyaay cayaaywsnm gnathmgnta ymgntgywsn 108 0 

gayathttym gntaymgnca ywsngtntgy athaayggna artggaaycc ngargtngay 1140 

tgyacngara armgngarca rttytgyccn ccnccnccnc arathccnaa ygcncaraay 12 0 0 

atgacnacna cngtnaayta ycargayggn garaargtng cngtnytntg yaargaraay 12 60 

tayytnytnc cngargcnaa rgarathgtn tgyaargayg gnmgntggca rwsnytnccn 132 0 

mgntgygtng arwsnacngc ntaytgyggn ccnccnccnw snathaayaa yggngayacn 13 80 

acnwsnttyc cnytnwsngt ntayccnccn ggnwsnacng tnacntaymg ntgycarwsn 144 0 
ttytayaary tncarggnws ngtnacngtn acntgymgna ayaarcartg gwsngarccn 
ccnmgntgyy tngayccntg ygtngtnwsn gargaraaya tgaayaaraa yaayathcar 
ytnaartggm gnaaygaygg naarytntay gcnaaracng gngaygcngt ngarttycar 
tgyaarttyc cncayaargc natgathwsn wsnccnccnt tymgngcnat htgycargar 
ggnaarttyg artayccnat htgygar 



;*J <210> 4 

: 0 <211> 29 

; ;j <212> DNA 

J <213> Artificial/Unknown 

^ <220> 

;~ <221> misc_feature 

;a jj <222> (1)..(29) 

^ <223> GSP-1 Primer 



<400> 4 

ggtgtgttgc aacacacata ggaagctct 



<210> 5 

<211> 28 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f ea ture 

<222> (1) . - (28) 

<223> GSP-2 Primer 



<400> 5 

gtcatgttgc ccattttaga agccaatg 



1500 
1560 
1620 
1680 
1707 



29 



28 



<210> 6 
<211> 20 



<212> DNA 

<213> Artificial/Unknown 
<220> 

<2 2 1 > misc_f eature 

<222> (1)..(20) 

<223> CAP-F1 Primer 



<400> 6 

ggagaaggaa cactttgtga 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f e a tur e 

<222> (1)..(20) 

<223> CAP-F2 Primer 



<400> 7 

ataagagttg gatcagactc 



<210> 8 

<211> 20 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<2 2 1 > misc_f eature 

<222> (1)..(20) 

<223> CAP-F3 Primer 



<400> 8 

gtatatcctc cagggtcaac 



<210> 9 

<211> 21 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f eature 

<222> (1) . . (21) 

<223> CAP-F4 Primer 



<400> 9 

gtggatacat acctgaactc g 



<210> 10 

<211> 21 

<212> DNA 

<213> Artificial/Unknown 



<220> 

<221> mis c_f e a tur e 

<222> (1) . . (21) 

<223> CAP-F5 Primer 



<400> 10 

tcaccaacac cgaagtgtct c 



<210> 11 

<211> 21 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f ea tur e 

<222> (1) . . (21) 

<223> CAP-F6 Primer 



<400> 11 

ccatctacgc taaaagtagc c 



<210> 12 

<211> 19 

<212> DNA 

<213> Artificial/Unknown 



<220> 

< 2 2 1 > mis c_f e a tur e 

<222> (1)..(19) 

<223> CAP-R1 Primer 



<400> 12 

gaacataacc gtactcgag 



<210> 13 

<211> 19 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f e a t ur e 

<222> (1) . . (19) 

<223> CAP-R2 Primer 



<400> 13 

ccacatgatc gtacttgtc 



<210> 14 

<211> 19 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f e a ture 

<222> (1) . . (19) 

<223> CAP-R3 Primer 



<400> 14 

gagcatctac attggcttc 



<210> 15 

<211> 20 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<2 2 1 > mi sc_f eature 

<222> (1)..{20) 

<223> CAP-R4 Primer 



<400> 15 

gttgaccctg gaggatatac 



<210> 16 

<211> 21 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f ea t ur e 

<222> (1) . . (21) 

<223> CAP-R5 Primer 



<400> 16 

ctgagcatta ggtatctgag g 



<210> 17 

<211> 23 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc_f eature 

<222> (1) . . (23) 



<223> CAP-R6 Primer 



<400> 17 

cttcccctgt acgaacttgg gaa 



<210> 18 

<211> 24 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f ea tur e 

<222> (1)..(24) 

<223> 707-F2 Primer 



<400> 18 

gttcagacat cttcagatac aggc 



<210> 19 

<211> 23 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f ea tur e 

<222> (1)..(23) 

<223> 707-F3 Primer 



<400> 19 

cagttaaaat ggagaaacga tgg 



<210> 20 

<211> 29 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f e a tur e 

<222> (1) . . (29) 

<223> 3'BAC Primer 



<400> 20 

ggactagtgg ctacttttag cgtagatgg 



<210> 21 

<211> 23 

<212> DNA 

<213> Artificial/Unknown 



<220> 

< 2 2 1 > mis c_f ea tur e 

<222> (1)..(23) 

<223> 5'BAC(C) Primer 



<400> 21 

gaaggaacac tttgtgattt tec 



<210> 22 

<211> 26 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc_f eature 

<222> (1) . . (26) 

<223> TCAP-F Primer 



<400> 22 

egggcaggtg cttgttactg ttaatg 



<210> 23 

<211> 25 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mi s c_f e a t ur e 

<222> (1) . . (25) 

<223> TCAP-R Primer 



<400> 23 

gctacaacca caaaagttga cagct 



<210> 24 

<211> 25 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f eatur e 

<222> (1) . . (25) 

<223> Mlu 1-F Primer 



<400> 24 

cgacgcgtga aggaacactt tgtga 



<210> 25 
<211> 29 



4> 
% 



<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f e a tur e 

<222> (1) . . (29) 

<223> Sal 1-R Primer 



<400> 25 

gccgtcgacc cttcacatat aggatattc 



<210> 26 

<211> 20 

<212> DNA 

<213> Artificial/Unknown 
<220> 

< 2 2 1 > mis c_f ea tur e 

<222> (1) . . (20) 

<223> 254 F-l Primer 



<213> Artificial/Unknown 



<400> 26 

ggngartgyc aygtnccnat 



20 



<210> 
<211> 
<212> 



27 
20 
DNA 



<220> 

< 2 2 1 > mi s c_f ea t ur e 

<222> (1) . . (20) 

<223> 254 R-l Primer 



<400> 27 

cartcnacyt cnggrttcca 



20 



